Results: Lumbar extension angle significantly increased in the stiff group (median, 15.5 vs 7.0 ; P = 0.022), and low back pain also frequently occurred.
with stiff thoracic cage disorder, associated with hyperextension of the lumbar spine. In participants with decreased thoracic cage movement, lumbar extension has been thought to increase and is presumably involved in the occurrence of low back pain. Methods: This is a secondary study on microarray dataset (GSE69818) downloaded from Gene Expression Omnibus (GEO) at the National Center for Biotechnology Information (NCBI), which included 70 lung tissue samples of COPD. First, we contributed co-expression modules via weighted gene co-expression network analysis (WGCNA) and investigated the functional enrichment analysis of co-expression genes in terms of GO and KEGG. Subsequently, the correlation between the module eigengene and the external index was calculated. Lastly, Differential coexpression (DiffCoEx) was used to analyze the differential coexpression of genes between emphysema and bronchiolitis.
Results: Twelve co-expression modules were identified, containing 8150 differentially expressed genes identified from the 70 lung tissue samples. Functional enrichment analysis of the co-expression modules showed that the pink module, which has positive correlation with emphysema, GOLD4 and DLCO_S(DLCO<60%), enriched in progresses of neutrophil degranulation and Rho protein signal transduction. Five differential co expression modules were determined using DiffCoEx, the genes in the turquoise module, which enriched in cilium assembly, cilium movement, proteolysis and apoptotic mitochondrial changes, were co expressed in emphysema group, and the genes in blue and brown modules were co expressed in bronchiolitis group. Green and yellow modules can be regarded as the same module in bronchiolitis group, but they are divided into two modules in emphysema group.
Conclusion:
The study suggests that cilium assembly, cilium movement, proteolysis and apoptotic mitochondrial changes, neutrophil degranulation and RhoA/ROCK pathway may be involved in progression of emphysema. Methods: This is a single institute, retrospective study. Chest CT proven bronchiectasis patients whom done for repeated pulmonary function test were included. Clinical data such as 1) bacteria colonization, 2) pulmonary function test, especially forced expiratory volume in 1 second (FEV1), and 3) severity of bronchiectasis were analyzed.
Results: 28 patients, 7 male and 21 female, were included in this study. Female patients tended to show the severe decline of FEV1 rate (-119.5 mL/year in female vs −67.5 patients in male). In 29 patients Pseudomonas aeruginosa were detected in 13 patients, Haemophilus influenzae; 10, Klebsiella pneumoniae; 5, nontuberculous mycobacteria; 8, Acinetabcter spp.; 3. None of bacteria affects the decline rate of FEV1. Conversely, non-P. aeruginosa colonization groups demonstrated more severe pulmonary function impairment significantly compared to P. aeruginosa colonization groups .Macrolides were administered in 12 patients. Also macrolide use did not slow the decline rate of FEV1. Severity of bronchiectasis based on Bronchiectasis Radiologically Indexed CT score, also did not affect.
Bronchiectasis contributed to the decline of pulmonary function test, especially in ΔFEV1/year. In this study, bacterial colonization, macrolide use, and severity of bronchiectasis might not affect the decline of FEV1. Other factors for the impairment of pulmonary function should be investigated in future study. 
